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AWMHEIL., FiR G4 58 THS Fibrillain (FBL) DY 7= M EH (G4) BB LER N SRR FIEIEEEIZ DU
THOMIZTBHIEEBELT-, FBL (X#Z/NMABREAV /N VETHY . MIBRIZEWLWTIRY—LDERIZHESL
TW5, F-RNA RERADEREZN L THRBRESHERE LN NHOTVDIELHRESIN TS, LMLEAL, £
NEDFEANZZXLIZDNWTIXIFEAERLANIZHEL>TULEWL, Z2T. AR E TIIFBLOKEEIESEITER
L.FBLOHEED 1 DTHAERMASERHIE#EDRRAICEEAT,

POIZ, FBL DREEESHEIZDNWTHRRI-ECAH. G4 ITBEMIZIEE THIEN D M o=, -, FBL (ZHIFAN
TT7EFIEPAFIALIEHEZ(THZETHENHIEIN TNSEEZLONTINS, T2 T, ChoDEIR%EE
£iAS FBL @ G4 #EEMHIZEZ B E(IZDWTHAR-ECAH . FBL D7 EFILIEIX G4 & HEEIHILI-—A T,
FBL MAFILEIE G4 #EEMZER ESEAIENBELMIZH D=, LLEMNDS, FBL M G4 #EAMEATEFILIEOA
FILEEWST-EHRBEBEHICK>THIHIN TSI EA T M oT=,

ULV T.FBL DER AL RE D FI EHEFE(ZDIVT FBL & G4 IZTDWTEB L THRR -, ¥1DIZ G4 & /N
NFEHESE.HEAICEITSHFBLE G4 DHEEERAEZIFHSE LA ERFNAEMDEIBE T Lz, ShiE
FBL DERRAMEERHEEED G4 FEAELRAH > TNAILEEZTRE LTINS, SHIT. FBL D7 EFILILIESHAER
BRI Z B2 DWNTEMLIEECA, 7EFILIE FBL MM BEERMASERMNR A LTUV =,

L EDHERMNOEABETIE, FBL D G4 i S HEZHALMN LTz, SBIZ, FBL D EETHOER M AASEREREN
G4 BEMEREMICHIEESN TOEIEATRESNT,
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Fibrillarin (FBL) was found as a novel G—quadruplex (G4) binding protein by our previous work. Normally, FBL
contributes to ribosome biogenesis. However, the regulation mechanism of this function is unknown. Here, we
investigated the histone modification mechanism, which is one of the functions of FBL, by focusing on nucleic
binding activity of FBL.

First, nucleic binding selectivity of FBL was investigated. This result showed that FBL preferentially bound to
G4. The functions of FBL are regulated by modifications such as acetylation and methylation. Then, the effect of
post—translational modifications for G4 binding activity of FBL was evaluated. In result, acetylation of FBL
repressed G4 binding activity, but methylation promoted G4 binding activity. Taken together, G4 binding activity
of FBL is regulated by post—translational modifications.

To elucidate that histone modification regulation mechanism of FBL, the relationship between G4 and FBL was
investigated. In result, addition of G4 binding small molecule or accumulation of acetylated FBL decreased histone
modification. These results suggested that G4 binding activity of FBL regulated histone modification function of
FBL.

Above all, this research showed regulation mechanism of G4 binding activity of FBL, and suggested that histone
modification function of FBL is regulated depending on G4 binding activity.




