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Cryo—electron microscopy analysis of C.elegance SIDT2 revealed its dimer structure. Furthermore, structural
analysis of its complex with double—stranded RNA showed that nucleic acids bind to the extracellular domain,
which is mainly mediated by electrostatic interactions between positively charged amino acids and the negatively
charged nucleic acids. Although the precise positions of these amino acids differ in the sequence, it was found
that the positively charged residues in the extracellular domain are conserved across a wide range of species.
These results suggest that the binding of nucleic acids with a certain length induces SIDT2 oligomerization within
the lipid membrane, potentially leading to membrane remodeling. To reveal the SIDT2 structure in lipid membrane,
we established a method to reconstitute the purified protein into liposomes by diluting detergents on a gel filtration
column. We also explored the preparation method of vesicles from biological sources, by utilizing an antibody—
affinity column after the cell disruption. However, the isolated vesicles aggregate on the grids, probably due to the
surface electric charges of reconstituted proteins. Further optimization of conditions is currently underway to
enable .




