BIES 190984 5—2

o ?ﬁ_?%njc) C2H2 Lo H—EF— T DAL VB T+ DEEDY
Eﬁ%%_?ﬁi) Evolution of the C2H2 zinc finger motif and involvement in phosphorylation signaling.
WrZE AR 20195 ~ 2023 £ MEMESE SREMXZE
WEREE (ZEF) HE BMER
& | s [as9x evas

(&30 Yoshizaki Hisayoshi

PR -BR | RIRERKE-EE

HEHRE (RF)
(1822 Z2% | g
BAIE. RS | g | (PFHT)
IFAHEA~) (Ex0)

AR - B4

BEZE (600 F~800 FRREICEFLHTLLZELY, )

C2H2 29 D4 o H—R 2NV BIXZDNAEEZEIES C2H2 EF—TJFHE DR NV EDBRMT, TDEL
FESRSICEHL > TS, BEFHITLEI. E MY/ LAEIZO—FRENE=H2050) VEglEY A &, 178
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C2H2 zinc finger proteins are a C2H2 motif containing proteins for DNA binding, many of which are involved in
transcriptional regulation. We found an evolutionarily highly conserved phosphorylation motif in this C2H2 motif.
The C2H2 motif in the genome was characterized by an evolutionary increase in C2H2 motifs bordering on
vertebrates, whereas the phosphorylation motif was characterized by an increase bordering on mammals. These
results suggested that the evolution of the C2H2 motif was not only an increase in the number of motifs due to
retrotransposons, as has been suggested, but also evolutionary pressure on the structures that would form the
phosphorylation motif. Furthermore, we explored the physiological and evolutionary significance of the
phosphorylation regulation of C2H2 motifs that evolved from mammals by using the development of the enteric
nervous system, which is common to chordates, as a model to examine the phosphorylation regulation of C2H2-zinc
finger proteins related to development and its effects on physiological functions.




