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Aging and the accompanying functional deterioration are inevitable in living organisms. Although
aging is ubiquitous in all animals, the related dysfunctions vary between individuals; conditions
in humans range from cancers, cardiovascular diseases, cognitive disorders, and diabetes. To address
and tackle the diverse range of age-related dysfunctions, we have to first analyze individuals
showing specific aging phenotypes in the population, ideally in live animals, and understand how
the individual ity emerges. In this study, we developed a method to visualize the aging process in
living animals by using bioluminescence reporter. We further characterized each reporter to the
specific aging phenotype. Using this tool, we will conduct a forward genetic screen in Drosophila
to identify the genes or pathways that regulate aging individuality. The long-term goal of this
study is to elucidate the mechanisms underlying aging individuality, which could contribute to the
development of personalized therapies for age-related dysfunction




