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Cyclic peptides are attractive drug candidates with intermediate properties between antibody drugs and
low-molecular-weight drugs. The building blocks used to construct cyclic peptides have a significant
effect on the molecular shape of the resultant. In this study, we produced a unique artificial amino
acid that contributes to the modulation of the backbone of cyclic peptides. A bicyclic scaffold was
chemical ly synthesized by forming a five-membered ring at 1- and 2-position of glucose. Azide groups
and a carboxyl group were introduced into the hydroxy groups at 3-, 4- and 6-position and the
five-membered ring, respectively, as functionalities for peptide linking. A simple peptide model could
be linked to the scaffold molecule by Huisgen cycloaddition reaction.




