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Eﬁ%?_ﬂ;;) A Is splicing reaction carried out spliceosome independent fashion?
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In eukaryote, pre-mRNA is subjected to mMRNA splicing to be mature mRNA. Splicing reaction is carried out
by spliceosome which consists of five snRNPs, U1, U2, U4, U5, and U6 snRNPs. It was believed that all the
components are required for splicing reaction, but we found that some introns are excised from pre-mRNA
without one of the five components. This finding prompted us to seek such snRNP independent introns and
analyzed their sequences to unveil the molecular mechanism of spliceosome independent splicing reaction.

We inhibited each snRNP using antisense oligos against each snRNA, which is the component of each
snRNP and binds to pre-mRNA by RNA-RNA interaction for splicing. We investigated splicing pattern
changes upon antisense oligo treatment by NGS and found that 69, 70, and 42 introns are resistant to
inhibition of U2, U4 and U6 snRNP, respectively. The spliceosome independent splicing was verified by
gRT-PCR. We will seek for common RNA motifs within the snRNP independent introns and RNAbinding
proteins that bind to such snRNP independent introns to reveal the molecular mechanism of snRNP
independent splicing.




