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Dengue fever is a feverous disease transmitted by mosquitoes. Around 4 billion people are at risk
and 100 million cases occur annually. There is no effective medication. Vaccine trials are under
way and their efficacy will be apparent in near future. The development of interventions for dengue
fever make |ittle progress, partly because the lack of useful small animal model. In this study,
we evaluate whether guinea pig could be a small animal model.

We prepared virus stocks of 4 serotypes using C6/36 cell (a mosquito cell line) or new born mouse
brain for infection. Various amount of virus was inoculated into peritoneal cavity of guinea pigs
(Hartley strain) and evaluated 5 to 8 days after infection. With different to previous report, the
animals kept healthy and none of them died during the observation period. No organ enlargement was
observed in spleen, liver, and |ymph nodes. We also evaluated the presence of dengue virus genome
in serum, spleen, liver, and [ymph nodes by RT-PCR method. Unfortunately, we could not detect virus
genome. Tumor necrosis factor alpha (TNF-«) is a representative cytokine upregulated in dengue
fever patients. Therefore, we evaluated the upregulation of TNF-« by RT-PCR. However, we could
not confirm the upregulation

Accumulating data indicate that guinea pig is not suitable for developing dengue infection model
and we must seek alternative animal species for this purpose.




