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One of characteristics of plant is high ability of organ regeneration. This ability has been utilized for
industrial clonal propagation of elite clones for useful plant species, thus it is an important subject to
elucidate the molecular mechanisms underlying plant organ regeneration. Based on the works of RNA
processing-related mutants of Arabidopsis thaliana, such as srd2-1 and ridl-1 showing defects in
dedifferentiation and de novo meristem formation, it has been hypothesized that RNA processing
regulation, especially pre-mRNA splicing regulation, is critical for the regulation of plant cell potency.
Transcriptome analysis of srd2-1 and ridl-1 indicated that these mutations resulted in not only
aberrant splicing events, but also in abnormal transcriptional regulation. This study identified the
transcription factor abnormally upregulated in the mutants, and found that the inhibition of callus
formation can be mimicked by the artificial overexpression of this transcription factor. Reversely, the
introduction of knock-out mutation of this transcription factor suppressed the defects in tissue culture
responses of srd2-1 and ridl-1. These data suggested the possible crosstalk between pre-mRNA
splicing and transcriptional regulation that is important for control of plant organ regeneration.




