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The mode of chromosome dynamics in meiosis is different in many aspects to mitosis. It is assumed
that the meiosis specific players on chromosomes may cause the difference in the spindle microtuble
attachment manner and kinetochore structure. It has still been mystery how meiotic chromosome
structure is organized especially in vertablate meiosis due to limited technical issues.

To get insight into meiotic chromosome structure and chromosome dynamics in vertablate
meiosis, a centromere protein, CENP-C and its associated proteins were isolated from mouse testis
chromatin by immuno-affinity purification. LC-MS/MS analysis identified two novel CENP-C
associated proteins with unknown function (CENPC-AP1, CENPC-AP2) which were specifically
expressed in germ cells. Immunofluorescent staining demonstrated that CENPC-AP1 localizes on
Axial Element of bivalent chromosomes and CENPC-AP2 broadly localizes on bivalent
chromosomes at Pacytene stage spermatocyte. It is assumed that these novel factors may play
critical roles in reconstructing chromosome structure for faithful chromosome segregation in meiosis I.
We are currently analyzing the phenotypes in the deficient mice with these factors.




