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We investigated the distribution of chlorine-resistant protozoa, Cryptosporidiumand Giardia in small-scale sewage samples from Hyogo
prefecture, and looked for any relationship between the incidence of such protozoa in the sewage, and the quality of that area’ s tap
water supply

Drainage from 8 sewage treatment plants in 3 cities and 1 town in Hyogo prefecture was collected over 9 to 10 months. For microscopy
chlorine-resistant protozoa in the seventy-six specimens were examined and the remaining specimens were subjected to real-time PCR
targeting 18S rRNA to detect Cryptosporidium spp. and Giardia spp

The positive rates of Cryptosporidiumand Giardia by microscopy were 3 % (=positive 2/all samples) and 30 % (=23/76), respectively
By 18S rRNA real-time PCR, positive rates were 17 % (=13/76) and 68 % (=52/76) for Cryptosporidiumand Giardia, respectively. The positive
rates in the water samples suggest that many people were also infected. Meanwhile, since the National Epidemiological Surveillance
of Infectious Diseases (NESID) did not report on these infections during this period in those areas, it is considered that the testing
of sewage can detect prevalence of infection with higher sensitivity than does a survey of clinical records

We then compared these results with those areas’ sources of drinking water. In the case of G/ardia, the rate of infection was similar
inall locations, and so was considered not to depend on different methods of treatment. On the other hand, with regard to Cryptosporidium,
6 of the 9 samples are positive by either microscopy or PCR in one sewage plant with related WP which is taking water from the shal low
well and supplying water only by chlorine treatment. It suggested a relationship between drinking water treatment and presence of infected
individuals. However, all samples from another sewage plant with related WP which has similar water source and treatment, were negative
Since the results are not reproduced, contributions other than water supply such as food and travel can also contribute to infections

so the contribution of the water supply to infection was not clarified only by the result of this research alone

It was confirmed again that the survey using sewage drainage will be a powerful tool to confirm the presence of infected individuals
in the area. It is also expected to be an effective method to measure the infectious risk of tap water, but it seems to be necessary
to obtain more data.




