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Amphibians display flexible phenotypes depending on environmental conditions. Larvae of the Hokkaido
salamander, Hynobius retardatus, exhibit two distinct morphs, “attack morphs” and “defense morphs”
as an inducible phenotypic response to prey and predators, respectively. The presence of their prey
induces a broad-headed attack morph. The presence of predator induces a defense morph, characterized
by enlarged external gills and a high tail. Previously, we found that genes for four peptide hormones
(CALCA, GH, PRL1A, and PTH2) and one neuropeptide (NPB) were involved in the expression of both plastic
phenotypes. However, Hokkaido salamander is not suitable for molecular experiment

The Iberian ribbed newt, Pleurodeles walt/, is a promising model amphibian also distinguished by ease
of breeding and efficient transgenic and genome editing methods. In this study, we conducted induction
experiment of phenotypic plasticity, and intensive transcriptome analysis by this species. In the
result, we obtained behavioral and transcriptome data of each individual, and found they have very weak
ability of phenotypic plasticity. We also build and annotate gene models by using RNA-sequencing. These
data are available via our portal website, iNewt (http://www.nibb.ac. jp/imori/main/).




