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Novel small coding genes were identified in the intergenic regions. Such the small coding genes are associated with
morphogenesis. Among such the small coding genes, we focus on a small coding gene associated with deficient
morphology of plant hormone. In-silico software predicts that the small coding gene encodes a secreted peptide.
Therefore, we try to address following contents. 1. Cellular localization of the peptide encoded by the small coding
gene. 2. Interference of plant hormone signaling by the peptide encoded by the small coding gene, 3. Searching of
protein interacted with the peptide encoded by the small coding gene.

1.

We constructed a transgenic plant overexpressing GFP fused peptide in the C terminal of peptide. However, the
plant does not have any GFP signal. Therefore, we generated tabacco leaf overexpressing the GFP fused peptide.

The secreted signaling was identified by Fluorescence microscope in transgenic tabacco leaf.

Plant hormone has a phosphorylation in a target protein. Therefore, we generated a transgenic plant expressing the
protein fused with GFP. The transgenic plant was crossed with transgenic plant overexpressing the peptide encoded
by the small coding gene. We identified that overexpression of peptide strongly affected the phosphorylation of

protein associated with the plant hormone signaling.

Proteins interacted with the peptide may be associated with the member of plant hormone signaling. Therefore, we
fused either GFP or FLAG tag fussed with proteins associated with plant hormone. After immunoprecipitation by

GFP or FLAG, we identified proteins bind with the peptide by LC-MS/MS analysis.




