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Mouse embryonic stem cel|ls are pluripotent stem cells derived from inner cell mass of blastocyst-stage
embryos. They continue self-renewal in the presence of leukemia inhibitory factor (LIF). The LIF signal

stimulates transcription of multiple genes encoding transcription factors.

Among them,

it was

demonstrated that KIf4 and Tbx3 work in parallel cascades. Moreover, three KIf family members KIf2,
KIf4 and KI5 share overlapping function to support self-renewal. To dissect this complex overlapping

function of these 4 transcription factors,

we aim to perform RNA-seq and ChIP-seq analyses with

Cre—loxP-mediated inducible knockout ES cell lines. To confirm the culture—condition—-dependency of

their phenotypes, we compared serum—containing,

low-serum and serum-free cultures to capture the

inducible knockout ES cells. As the results, we confirmed that their phenotypes are not affected by
the culture conditions. We prepared the samples form ES cells cultured in low-serum medium and started

a part of the NGS analyses.




