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Bovine leukemia virus, which is causative agent of enzootic bovine leucosis (EBL), is a
member of the delta-retrovirus of the Retroviridae. In Japan, BLV is widely spread in dairy cattle and
in beef breeding cattle. The percentage of BLV-seropositive cattle has been increasing these years.
The most recent national survey demonstrated by National Institute of Animal Health, Japan, reported
that 40.9% of dairy cattle and 28.7% of beef breeding cattle were seropositive.

Recently, it has been reported that BLV express microRNA (miRNA)s, which have the
potential to have positive effect to the viral gene expression and replication. We determine
BLV-proviral sequences from the tumor samples which were collected from anti-BLV antibody
positive cattle. The pX-region of BLV proviral genome of these tumor samples were highly conserved
when they were compared with other regions in same proviral genome. These results indicated that
miRNA of BLV plays a crucial roles in BLV replication.




