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I have already found that nuclear long noncoding RNA changes the nuclear localization in response to
heat shock in human cel |s. Immunostaining analysis by using various nuclear body marker proteins strongly
suggested that nuclear body containing long noncoding RNA is distinct. In this study, I tried to identify
the protein components of this heat shock-inducible nuclear body containing long noncoding RNA.

[ used biotin conjugated antisense ol igo DNAs to capture endogenous nuclear long noncoding RNA. Actual ly,
[ designed 50 independent antisense oligo DNAs covering target noncoding RNA sequence. Finally, 1
successfully isolated nuclear long noncoding RNA by fol lowing this strategy. The yield was approximately
10 %. Now, [ have already started MS analysis to identify proteins binding to nuclear long noncoding

RNA.




