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The proboscis monkey (Nasalis larvatus) is a member of the Old World monkey subfamily Colobinae. It is
large, sexually dimorphic and primarily arboreal. It has been suggested that specialized stomachs
characterized by an enlarged and sacculated fore-stomach (which aids in processes of autoenzymatic
digestion and, in particular, allo-enzymatic digestion by symbiotic microbiome) enables colobines like the
proboscis monkeys to exploit a diet of leaves in greater quantities than other sympatric primates. From
November 2013 to August 2015, I conducted field work and experiments in Sabah, Borneo, Malaysia to
evaluate the diversity of microbial fauna in their fore-stomach. | collected fore-stomach contents from six
proboscis monkeys in collaboration with the Sabah Wildlife Department, Malaysia: four from wild
populations, one from a semi-wild population and another from a captive population. Based on the
collected samples, | analyzed the microbial fauna using a well-established molecular technique.
Preliminary results indicated that common bacteria found in the rumen of ruminants such as Ruminococcus
sp., Prevotella sp., Oscillospira sp. and Selenomonas sp. were detected in proboscis monkeys. Further
analysis will be performed in the near future to understand their detailed microbial fauna.




