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1. The primate specific intronic ncRNAs were found to be transcribed from the highly repeated genomic
regions. The ncRNAs were detected to localize in the specific nuclear foci. In this research, we carried
out RNA-seq analysis using the cells where the ncRNAs were specifically knocked down. We identified
a gene for signaling function whose expression was down-regulated in the knockdown cells. However, we
could not get the evidence showing that large numbers of genes whose expressions were enhanced by the
ncRNAs.

2.We focused on the primate specific ncRNAs that act for formation of nuclear stress body upon heat
shock. We found that SWI/SNF chromatin remodel ing complexes are required for formation of the ncRNA
dependent nuclear stress body formation. This function is analogous to that in formation of paraspeckle,
another ncRNA dependent nuclear body. These data raise the intriguing possibility that the common
mechanism is underlying the formation of ncRNA-dependent nuclear bodies.

3.We newly found that the ncRNA-Iike transcripts that are synthesized from the genomic region which
are repeated specifically in the primate |ineage and they are localized in the distinct nuclear foci.




