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The tRNAs had once been considered as simple “carriers” that bring amino acid to the ribosomes. This view has
been revised by the recent discoveries that the tRNAs also play an important role in regulation of protein synthesis
on the ribosomes. Some elements of tRNA are known to tune its activity on the ribosome. One of such example
is the modified nucleotide of the anticodon loop. In most eubacteria, AUA codon is translated to isoleucine by
tRNA™ having CAU anticodon. The cytidine of the CAU anticodon is modified as lysidine that contains lysine.
The modification serves for the tRNA to read specifically AUA codon but not AUG codon. However, some
bacteria species contains both tRNA(UAU) and modification enzyme gene that forms lysidine. The UAU
anticodon, if it’s unmodified can read both AUA (for isoleucine) and AUG (for methionine) codons, thus raises
questions as “which codon does the tRNA(UAU) read?”, “how does the tRNA(UAU) avoid decoding two different
codons”, “is the AUA or AUG codon read by more than one tRNA species?”. To answer to such questions we have
isolated tRNA(UAU) from one of these rare eubacterial spiecies. In the meanwhile, we have been optimizing the
use of nanometric device to observe the tRNA behavior on the ribosome. The characterization of the tRNA is in
progress.




