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In plant immunity, R proteins encoded by R genes function as immune receptors. R genes are assumed
to evolve relatively quickly, and this assures the evolutionary diversity of R genes to respond to a
broad range of pathogens. However the involved molecular mechanisms are unknown.

In this project, | focused on the Arabidopsis uni-1D mutant that harbors a unique characteristic to
analyze changes of nucleotide sequences in the UNI gene, an R gene. It is possible to detect mutations
in UNI genes by index of morphological alterations of uni—-1D mutant plants. Inuni-1D, salicylic acid
(SA) pathway is specifically activated among immune responses. When the SA pathway was inactivated,
the frequency of changes of the UNI gene was reduced, suggesting a novel possibility that activation
of an immune response could stimulate the change of R genes.

| also started to use next generation sequencing technologies to detect genome-wide changes of
nucleotide sequences to examine whether activation of immune responses can stimulate changes of all
R genes or possibly also other genes in the genome. | have almost finished the set-up for the analysis,
and | actually succeeded in the detection of newly introduced de novo mutations. Further analysis will
be performed in the future using this system.




