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Versatile DNA-binding transcriptionfactors bind to specific DNA-sequences to regulate many
reactions including transcription, replication and recombination. ATF/CREB transcription
factor family proteins represent them and regulate not only gene expression patterns in stress
response but also other reactions including homologous recombination. In this study, we used
fission yeast ATF/CREB proteins (Atfl, Pcrl, Atf21, Atf31) as a model system and investigated
(1) What processes do they regulate? and (2) How do they regulate multiple processes?

(Results)

(1) We revealed that Atf21 does not play major roles in stress responses and meiotic induction,
but is required for colony formation from spores. We also found that low frequency of colony
formation is mostly attributable to production of dead spores. Consistently, Atf21 protein is
expressed and accumulated in late meiosis, which is about 10hours later from meiosis
commencement. (Morita et al. submitted)

(2) (2-1) We found that Atfl and Atf21, but not Pcrl nor Atf31, possessed transactivation activity.

(Morita et al. submitted)
(2-2) We determined transactivation domain of Atfl. (Okamura et al. in preparation)




