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SHNAERE The cortical subventricular zone-specific molecule Svetl is part of the nuclear RNA coded by the
putative Netrin receptor gene Unc5d and is expressed in multipolar migrating cells.
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I RE Differences of migratory behavior between direct progeny of apical progenitors and basal
GB progenitors in the developing cerebral cortex.
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Majority of the excitatory neurons in the cerebral cortex are born near the ventricle
and migrate radially toward the brain surface to form a 6-layered structure. These
migrating excitatory neurons stay in the subventricular zone (SVZ) for a considerable
time, i.e., nearly half of the time they would spend for the radial migration. In this
study, we screened for molecules that are preferentially expressed in the migrating
neurons in the SVZ and identified 21 genes. We classified these genes into 4 groups
based on the expression profiles in the E16.5 and E18.5 cortices by performing in situ
hybridization. Since the expression of these genes seemed to be coordinated and some
of the identified genes were transcription factors, we then analyzed a transcriptional
network in the SVZ. Firstly, we devised a method that enables us to predict novel
binding sites of transcription factors as P-values by analyzing the frequency of
appearance of the certain nucleotide sequences compared to that in the whole genome
as a background. Using this method, we searched for the potential binding sites of
transcription factors, in addition to functional annotation, in the genes of each cluster.
Finally, we also analyzed several “SVZ genes” individually. One example is svetl,
which we found to be part of the sequence of the primary transcript of Unc5d in the
nucleus that is spliced out before the mRNA is transported to the cytoplasm.




