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Proteome analysis is a powerful tool for understanding biological phenomenon, and is mostly
performed by two-dimensional gel electrophoresis (2D-GE). The resolving ability of 2D-GE is usual ly
sufficient to separate soluble andmi ldly hydrophobic proteins. However, nucleic acids in the sample
interfere with the profile. In addition, separation of high hydrophobic and some membrane proteins
with 2D-GE are often insufficient. Using £schericia col// and yeast cells, we have established a
more rapid and convenient method, in which sample preparation is used to solubilize proteins and
remove nucleic acids from proteins samples. Thereafter, the methods were additionally improved.
Insoluble proteins in the proteins samples for 2D-GE were able to separate using SDS-PAGE. Thus

we can separate and identify almost all proteins in the cell.

We analyzed some organisms such as yeast and cancer cells using the proteome methods. The profile
of the brewing yeast cells was insufficient due to much more nucleic acids. The method for sample
preparation was improved. Our method will be a powerful tool for proteome analysis.




