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In this study, (1) we clarify the distribution of Sa/ve/inus leucomaenis and Oncorhynchus masou the
cold-water salmonid stream fish in summer by using environmental DNA analysis, and (2) we made species
distribution models using water temperature data, and predicted the changes of distribution area when
the water temperature rose in the three water systems of the Chugoku region. The results of monitoring
fish using environmental DNA analysis from July to August 2017 showed that Sa/ve/inus /eucomaenis was
detected at six sites in the Takatsu River system. Oncorhynchus masou was detected at eight sites in
the Saba River system and at five sites in the Oze River system. Species distribution models (Maxent)
for each species with daytime (9 -15) water temperature, elevation and slope had high prediction accuracy
(AUG: Salvelinus leucomaenis;0.844, Oncorhynchus masou; 0.718). The result of scenario analysis that
the river water temperature rises1° G, 2° GCand 3° G showed that potential habitat of Sa/ve//nus
leucomaenis will be 61%, 39% and 19% of the present and potential habitat of Oncorhynchus masou will
be 53%, 21% and 8% of the present. The distribution area of both species will be significantly reduced
as the water temperature rises.




