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Although biodiversity conservation has been paid much attention, microbial diversity remains largely unknown. Here
we investigated species boundaries of Chlorella and its related species (Chlorellaceae, Trebouxiophyceae) with
internal transcribed spacer 2 (ITS2) gene difference.

Analyses of public cultures

We examined all Chlorella strains of National Institute for Environmental Studies (NIES), and found the following
three problematic cases:

1) Misidentification: a strain of C. sorokiniana was misidentified as C. vulgaris.

2) Misidentification: a new species of different genus of Chlorellaceae was misidentified as C. sorokiniana.

3) Unidentified Chlorella species: two strains were new species of different genera of Chlorellaceae.

Micractinium reisseri a chlorellacean species before we described, was treated as a synonym of other species
(Environ Microbiol 13: 350-364). Its SSU rDNA exon region was nearly identical to M. reisseri but lacked ITS
information. | argued this synonymization mainly based on the unique intron insertion of SSU rDNA of M. reisseri
(Mre.S651), and finally the autonomy of M. reisseri was accepted.

Analyses of field sample collections

Almost 200 isolates of green coccoids were collected from Germany, Vietnam and Japan. Unexpectedly, most of
them did not belong to Chlorellaceae, and thus I will continue to examine their taxonomy.

We characterized the algal symbionts of a ciliate Stentor polymorphus collected from Lake Biwa, Japan.

Analyses of group I introns

A chlorellacean alga with an intron inserted at nearly the same position to Mre.S651 was reported (Protistology 6:
39-44). | found that the insertion position is 10 nucleotide upstream of Mre.S651, and that the intron might get this
position through a very unique way, and be rapidly spread among the related algae.




