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The outbreaks of an invasive millipede, Chamber/inius hualienensis Wang, 1956 (Diplopoda:
Polydesmida), which is originally distributed in Hualien, Taiwan, have been observed in every early
winter in Okinawa, Nansei-Shoto, Kagoshima and Hachijojima Island. The millipedes expand their
distributions locally into Shikoku and Honshu. We investigated the ecological characteristics of the
mi |l lipede population in Shizuoka, Honshu, and conducted genetic analysis to explore possible invasion
pathways.

The |ife cycle of the population was different from those in Okinawa and Kagoshima; the adult millipedes
were observed all year round, swarming in April and early winter. Although low temperature, 5-10 °C,
kept adult survival rate, fertility and hatchability low, reproductive performance was restored with
a rise in temperature. The adult millipedes tended to feed |itter of orange and tea, but wide range
of feeding preference was shown. These results suggest that the coast area in Shizuoka prefecture is
suitable habitat for the millipede

To evaluate genetic diversity and geographic relationship within the millipedes in Japan, we have
attended to use mitochondrial (mt) DNA sequences. Our preliminary analysis led to the identification
of the mt cytochrome ¢ oxidase subunit | (COl) gene region. A partial sequence of the COl region (240bp)
was determined for 334 specimens of the millipedes collected from throughout Japan (34 areas). Six
polymorphic sites exclusively caused by nucleotide substitutions defined 4 distinct haplotypes. All
of these 4 haplotypes were detected in all of 3 areas examined in Okinawa prefecture where the mil | ipedes
was for the first time discovered in Japan, whereas each area in other prefectures had a single mtDNA
haplotype. These data imply that the millipedes have been spread from Okinawa population with the
greatest haplotype diversity. However, in Shizuoka prefecture, various patterns of combinations of
the haplotypes were observed. Further sequence analyses for other mtDNA regions are needed to understand
the process expanding distribution of the millipedes in the prefecture




