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Nematodes are species—and mass—abundant organisms in soil and play important roles in nutrient cycling.
Since soil| nematodes are affected by exposure to dissolved contaminants, analyzing living nematode
populations could be useful for assessment of polluted soil environment. However, it is difficult to
distinguish nematode species because of their huge number of species. Inthis study, we tried toestablish
the methods for isolate soil nematodes and distinguish the species by molecular biological approach.

First, wemodified the Baermann method and successful ly isolated soil nematodes. Secondly, nine species
of soil nematodes (C. el/egans, M. /longespiculosa, O dolichuroides, P. typical, Acrobeloides sp., Zeldia
sp., P teres, P. pacificus, and Panagrol/aimus sp.) were obtained to prepare genomic DNAs. The DNA
fragments with approximately 700 bp of the mitochondrial COX7 gene were amplified and cloned DNAs were
subsequent |y sequenced for examining molecular barcodes of these species. The RAPD method was also tested
for analysis of nematode species using those DNAs to detect several species—specific bands. At present,
both methods are applied to analysis of soil nematodes isolated by the Baermann method. Thirdly, we
showed the effectiveness of use of a short-lived C e/egans to assess |ifespan toxicity by exposure
to four kinds of ecotoxicants.




